Citric acid and its numerous physiological roles dominate the biochemical loci in bacteria as well as higher organisms. Outstanding among the roles of the citrate ion is its solubilization of metal ions, which enhances their bioavailability and subsequent absorption by biological tissues. This prominent function of the citrate ion is directly related to its metal-chelating capacity, which is manifested in its multimodal coordination to various metal ions of biological significance. 1 In the present work a novel copper(II) citrate complex was synthezised and structurally characterized by single-crystal X-ray diffraction.
The cell parameters were determined from reflections taken from one set of 10 frames (1.0˚ steps in phi angle), each at 20 s exposures. The structures were solved using direct methods (SHELXS-97) and refined against F 2 using the SHELXL-97 software. 2 The absorption was corrected empirically with Sortav. 3 The crystal and experimental data are given in Table 1 . The atomic coordinates and equivalent isotropic displacement parameters for the non-hydrogen atoms are listed in Table 2 . Selected bond distances, angles and torsion angles are listed in Table 3 . This complex has a dinuclear structure. Cu(II) ions are sepatated by a distance of 2.8386(3)Å. They are linked by two bent alkoxo groups [Cu(1)-O(5)-Cu(1) = 94.86(5)˚, Cu(1)-O(5) = 1.933(1)Å] ( Fig. 2 ). However, the coordination geometry around each copper center is that of a strongly The title complex has been synthesized and structurally characterized by single-crystal X-ray diffraction. This complex has a dinuclear structure where two copper(II) ions are bridged by two bent alkoxo groups. The citrate acts as a tetradentate ligand coordinating via three carboxylates and an alkoxo groups in which one of three carboxylates is coordinated weakly. The coordination geometry around the Cu(II) is strongly distorted square pyramidal. The distance between the two copper atoms is 2.8386(3)Å. bound in the crystal lattice by a system of H bonds to guanidinium cations and to lattice water molecules. A packing diagram of 1 is shown in Fig. 3 .
In addition to the hydrogen-boding interactions, the guanidinium ions are paired via π-π stacking in which the interplanar distance is 3.72 Å.
Also, a C-H·N(C(5)-H(5A)·N(1)) interaction is observed in this compound. The distance of H(5A)·N(1) is 2.685 Å and the angle of C(5)-H(5A)·N(1) is 145.12˚. Table 3 Selected bond distances (Å) and angles (°) i) Symmetry transformations used to generate equivalent atoms -x+1, -y+2, -z+1. 
